RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 



_ , , /\o A*Z / / ? -n/ 

uate rrocessea oy a i ic: / ^ f / Ul 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-421 2. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21heln@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW: 



Checker Version 3.0 

The Checker Version 3 0 application is a state-of thc-art Windows based software program 
employing a logical and intuitu e user-interface to check whether a sequence listing is in 
compliance with format and content rules Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.S21 1 825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July L 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is V2K- 



( h e cker Version 3.0 c an he (hmjnjnndedjjj^i th e I S M < ) wchsi u^it the fol lowin g address : 

http:/^\v\vMis|)t().»()v/\viM)^>ffici^. / p:Hv/cliockor 



Raw Sequence Listing Error Summary 



ERROR DETECTED 



SUGGESTED CORRECTION 



SERIAL NUMBER: Ci'fA ^f^Y 



ATTN: NEW RULES CASES: PLEASE DISRECARD ENGLISH ** ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWaI 



1 Wrapped Nucleics 

Wrapped Aminos 



The numberAext a( the end of each line "wrapped" down lo the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping," 



Invalid Line Length The rules require that a line not eiceed 72 characters in length. *fhis includes while spaces. 



Misaligned Amino 
Numbering 

Non-ASCII 



5 Variable Length 



The numbering under each 5* amino acid is misaligned Do not use tab codes between numbers; 
use apace characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your aubs<quent aubmUslon is aaved In ASCII text. 

v 

Sequencc(s) contain n's or Xaa*i representing more than, one residue. Per Sequence Rules, 

each n or Xaa can only represent a alngle residue. Pleas* present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 



6 Patentln 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



8 Skipped Sequences 

' (NEW RULES) 



9 ^ Use of n's or Xaa's 
(NEW RULES) 



10 



Invalid <2 1 3 > 
Response 

Use of <220> 



12 „_PatcnlIn 2.0 

"bug" 



A "bug" in Patentln version i.u rus cai^scu uic ^^u^-v-ii.j-'AcCuOu io uc missing uoni amino «ciu 

sequencers) . Normally, PaterUjn would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy tht relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> lections for 
Artificial or Unknown sequences. 

Sequence(s) missing If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRJPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please atso adjust the "(ii) NUMBER OF SEQUENCES " response to Include the skipped sequences. 



Sequences) 



missing. If intentional, please insert the following lines for each skipped sequence. 



<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2 13> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2 1 3> response is Unknown or 
is Artificial Sequence 



Sequences) 



missing the <220> "Feature" and associated numeric identifiers and responses 



Use of <220> to <223> is MANDATORY if <2 13> ''Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 

(Sec "Federal Register," 06/01/1998, Vol. 63, No. 1 04, pp. 2963 1 -32) (Sec 1 .823 of Sequence Rules) 

Please do not use "Copy lo Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



1 3 Misuse of n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Hiotechnolopy Syslems Oranch -08/21/2001 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/901,484 



DATE: 10/23/2001 
TIME: 16:31:00 



Input Sot : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\10232001\I901484.raw 



3 


<110> 


4 




5 




6 




8 


<120> 


10 


<130> 


12 


<140> 


13 


<141> 


15 


vi:.i U> 


lb 


<:151> 


18 


<150> 


19 


<151> 


21. 


^:150> 




<:151> 


24 


<lf.0> 


25 


<151> 


27 


<:150> 


2 8 


<lf.l> 


3 0 


<160> 


3 2 


<170> 



APPLICANT : Cohen, Daniel 
Blumenfeld, Mart, a 
Ilya, Chumakov 
Bougueleret, Lydie 

TITLE OE INVENTION: PROSTATE CANCER GENE 
FILE REFERENCE: GEN - Tl 11XC3D2 
CURRENT APPLICATION NUMBER: 09/901,484 
CURRENT FILING DATE: 2001-07-09 
PKIOK APPLICATION NUMBER: 08/996,306 
PRIOR FILING DATE: 1997-12-22 
PRIOR APPLICATION NUMBER: 60/099,658 

1998-09-0 9 
NUMBER : 0 V218 , 207 

1998- 12-22 
NUMBER: 09/338, 907 

1999- 06-23 
NUMBER: 09/853 , 526 

2001-05-11 
NOS: 578 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
NUMBER OF SEQ ID 



SOFTWARE : Patent . pm 



ERRORED SEQUENCES 



2650 
2 6 51 
2652 
2 6 5 3 
2 6 5 5 
2 6 56 
2 '.57 
j f , 5 8 
2b 59 
2h60 
2 b 6 1 
2 66 2 
2 6 6 3 
2 6 6 4 
2 6 6 5 
2b6 6 
2bb7 



210> 
211> 
212> 
213> 
4 0 0> 



NO : 

7 : 



SEQ ID 
LENGTH: 5 
TYPE: DNA 
ORGANISM: 
SEQUENCE : 



69 
6 

Homo 
69 



sapiens 



:.gctgtccc tqgtgctcca cacgtactcc 



gtq 
Val 

egg 
Arg 

2 5 

gac 

Asp 



etc 

Leu 

10 

ctg 

Leu 

egg 
Arg 



ctg 
Leu 

etc 
Leu 

etc 
Leu 



g gc 
Gly 

tec 
Ser 

tac 

Tyr 



acq 
Thr 

gec 
Ala 

tqc 
Cys 
45 



qcg 

Ala 

ttc 

Phe 

30 

gtc 

Val 



ccc 
P ro 
1 5 
ctg 
Leu 

tac 
Tyr 



arc 
Thr 

ccc 
Pro 

cag 
G 1 n 



atg 
Met 

ta c 
Tyr 

gec 
Ala 

age 

Ser 



egc 
Arg 

q tq 
Va 1 

cqc 
Arg 

atg 
Met 

50 



tac 
Tyr 

ttg 
Leu 

ttc 
Phe 
35 
gtg 
Val 



ctg 
Leu 

gec 
Ala 
2 0 
tac 
Tyr 

etc 
Leu 



ctg 
Leu 

5 

tgg 
T rp 

caa 
Gin 

ttc 
Phe 



ccc age 
Pro Ser 



qqq 

Gly 

gcg 
Ala 

ttc 
Phe 



qtC 
Val 

ctg 
Leu 

ttc 
Phe 

55 



gtc 
Val 

tqq 

Trp 

gac 

Asp 

40 

gag 

Glu 



54 



102 



150 



198 



tile: ( CRF3 Outhold VmI90 14S4.htm 



Mi :^ oi 
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RAW SEQUENCE LISTING DATE: 10/23/2001 

PATENT APPLICATION: US/0 9/901,4 84 TIME: 16:31:01 



Input Set : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\102 32001\I9014 84.raw 



2674 


att 


gtt 


get 


gac 


ate 


ttg 


gec 


ate 


agg 


cag 


aat 


gcg 


eta 


gga 


cat 


gtg 


342 


26 7 5 


lie 


Val 


Ala 


Asp 


He 


Leu 


Ala 


He 


Arg 


Gin 


Asn 


Ala 


Leu 


Gly 


His 


Val 




2 6 7 6 




90 












95 










100 












2677 


cqc 


tac 


gtg 


ctg 


aaa 


gaa 


ggg 


tta 


aaa 


tgg 


ctg 


cca 


ttg 


tat 


ggg 


tgt 


390 


2678 


Arg 


Tyr 


Val 


Leu 


Lys 


G 


lu 


Gly 


Leu 


Lys 


Trp 


Leu 


Pro 


Leu 


Tyr 


Gly 


Cys 




2 6 7 9 


105 










110 










115 










120 




2680 


tac 


ttt 


get 


cag 


cat 


gga 


gga 


ate 


tat 


gta 


aag 


cgc 


agt 


gec 


aaa 


ttt 


4 38 


2681 


Tyr 


Phe 


Ala 


G 1 n 


His 


G 


ly 


Gly 


lie 


Tyr 


Val 


Lys 


Arg 


Ser 


Ala 


Lys 


Phe 




2682 










125 












130 










L35 






26 8 3 


aac 


gag 


aaa 


gag 


atg 


c 


ga 


aac 


aag 


ttg 


cag 


age 


tac 


gtg 


gac 


gca 


gga 


486 


2 6 84 


Asn 


Glu 


Lys 


G I u 


Met 


Arg 


Asn 


Lys 


Leu 


Gin 


Ser 


Tyr 


Val 


Asp 


Ala 


Gly 




2685 








14 0 












145 










150 








2686 


act 


cca 


atg 


tat 


ctt 


gtg 


att 


ttt 


cca 


gaa 


ggt 


aca 


agg 


tat 


aat 


cca 


5 3 4 


2687 


Thr 


Pro 


Met 


Tyr 


Leu 


Val 


lie 


Phe 


Pro 


Glu 


Gly 


Thr 


Arg 


Tyr 


Asn 


Pro 




2688 






155 












160 










165 










2689 


gag 


caa 


aca 


aaa 


gtc 


ctt 


tea 


get 


agt 


cag 


gca 


ttt 


get 


gec 


caa 


cgt 


582 


2690 


Glu 


Gin 


Thr 


Lys 


Val 


Leu 


Ser 


Ala 


Ser 


Gin 


Ala 


Phe 


Ala 


Ala 


Gin 


Arg 




2 6 91 




170 












175 










180 












2692 


ggc 


ctt 


gca 


gta 


tta 


aaa 


cat 


gtg 


eta 


aca 


cca 


cga 


ata 


aag 


gca 


act 


6 30 


2693 


Gly 


Leu 


Ala 


Val 


Leu 


Lys 


His 


Val 


Leu 


Thr 


Pro 


Arg 


He 


Lys 


Ala 


Thr 




2 6 94 


185 










190 










195 










200 




2695 


cac 


gtt 


get 


ttt 


gat 


tgc 


atg 


aag 


aa t 


tat 


tta 


gat 


gca 


att 


tat 


gat 


678 


2696 


His 


Val 


Ala 


Phe 


Asp 


c 


ys 


Met 


Lys 


Asn 


Tyr 


Leu 


Asp 


Ala 


He 


Tyr 


Asp 




2697 










205 












210 










215 






2698 


gtt 


acg 


gtg 


gtt 


tat 


gaa 


ggg 


aaa 


gac 


gat 


gga 


ggg 


tag 


cgaagagagt 


727 


2699 


Val 


Thr 


Val 


Val 


Tyr 


Glu 


Gly 


Lys 


Asp 


Asp 


Gly 


Gly 


* 










2700 








220 












225 


















2701 


caccgaccat 


gaeggaattt 


ct 


ctgcaaag 


aatgtccaaa 


aattcatatt 


cacattgatc 


787 


2702 


gtatcgacaa 


aaaagatgtc 


ccagaagaac 


aagaacatat 


gagaagatgg 


ctgeatgaac 


847 


2703 


gtttcgaaat 


caaagataag 


atgettatag 


aattttatga 


gtcaccagat 


ccagaaagaa 


907 


2704 


gaaaaagatt 


tcctgggaaa 


agtgttaatt 


ccaaattaag 


tatcaagaag 


actttaccat 


967 


2705 


caatgttgat 


cttaagtggt 


ttgactgcag 


geatgettat 


gaecgatget 


ggaaggaagc 


102" 7 


2706 


tgtatgtgaa 


cacctggata 


tatggaaccc 


tacttggctg 


cctgtgggtt 


actattaaag 


1087 


2707 


catagacaag 


tagctgtctc 


cagacagtgg 


gatgtgctac 


attgtctatt 


tttggcggct 


1147 


.'708 


qcacatgaea 


tea a a ttgtt 


tc 


ctgaattt 


a ttaaggagt 


gtaaa taaag 


ccttg 


ttgat 


1 2 1") 7 


2"0 9 


tqaaga ttgg 


a taa Laqaa t 


t t qtgacgaa 


aqctqatatg 


c a a t g g t. c 


tt 


ggq caa a cat 




2 710 


ac c tqgttgt 


aca ac tttag 


ca t c gqqgct 


gc tqgaaggq 


t a aaagc t a a 


a tqgagtttc 


1327 


. 7 1 1 


t.cctgctc t q 


teca tttcct 


a tqa acta at 


gacaacttga 


qa aggctggg 


agga ttgtg t 


1 


2712 


a ttttgcaaq 


tcaga tggct 


qcatttttqa 


gcattaattt 


gcag 


cgta 


tt 


tcactttttc 


14 4 7 


2713 


t.gttattttc 


a a tt tat tac 


aac ttg a cag 


ctccaagctc 


tta tta eta a 


agta tttagt 


15 0 7 


2714 


ate ttgcagc 


tagttaatat 


ttcatctttt 


gcttatttct 


acaagtcagt 


gaaataaatt 


1567 


2 715 


gta tttagga 


agtgtcagga 


tgttcaaagg 


aaagggtaaa 


aagtgttc 


at 


ggggaaaaag 


1627 


2716 


ctctgtttag 


caca tgattt 


tattgtattg 


cgtta ttagc 


tgatttta 


ct 


cattttatat 


16 87 


2717 


t t qcaaaa ta 


aatttctaat 


a tttattqaa 


attgettaat 


ttgeacac 


c c 


tqt aca caca 


1747 


2718 


gaaaatgq ta 


taaaa tatga 


qaacgaaqtt 


taaaattgtg 


a etc tqa t 


tc 


at t.a tag cag 


18 0 7 


: 7 1 o 


a a r 1 1 1 a a a t 


ttCCf 


-aqctt. 


t tt qaaqa 1 1 


taaqctacqc 


t a ttaqtact 


tccctttgtc 


1867 



lie: ( C Kl 3 Outhold VsrlVOI 4N4.1nni 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/901,4 84 



DATE: 10/23/2001 
TIME: 16:31:01 



rnput Set : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\10232001\I9014 84.raw 



2723 
27 2 4 
2 7 2 5 
2726 
27 2 7 
2728 
272 9 
27 HO 
27 3 1 
27 3 2 
27 3 3 
27 34 
27 3 5 
27 3 6 
2737 
27 38 
27 39 
2 74 0 
274.1 
2742 

274 3 
2744 
2745 
2746 
2747 
2748 
2749 
2750 
2751 
2752 

275 3 
2754 
2755 
2756 
2757 

7 : )M 
7 5'.* 
7 60 
2 7 6 1 
: 7 6 2 
!763 
1764 
7 6 5 
2 7 6 6 
2 7b 7 

2 7 6 8 



tcacagaata 
ggtccttccc 
gaagaaa tgc 
tgagtggg ct 
c cttctcaag 
cccattag gt 
ccaggaacca 
cagtg tgaac 
aagttgaca t 
cattaaaca t 
at taagtgac 
tctttgaaga 
atggacactc 
tcctcatgct 
tctttgttaa 
actttgagag 
tgacc tgcat 
aaggtctata 
agcttctcct 
tacctacctg 
acagcttagt 
ttcagaaaag 
aatggctgtg 
aaaataggct 
aagtt ttaaa 
tataaattca 
taatcattaa 
taaaagtgcc 
atttccatgt 
agctttattt 
gatctaacta 
caaca tatcg 
acactgagta 
ggaggttgag 
cgagaccoea 
agacacacag 
a c c a a a q c a g 
tttgttttt.a 
gtatctqg tg 
caagattttt 
ttaaagaact 
acatgcaatc 
cttgtcaaa t 
tctgtacaa t 
a tat t t qaoa 
gaqtca t a ta 



ttcattcaga 
t tggatcccg 
agagccagcc 
tcacoagcta 
ccagtgaaat 
ttagtggagc 
qa tcacgatt 
tgttctattt 
ttctgcttac 
accagttgga 
tgtgttacac 
gtcgtgtggt 
aggatatagt 
gaattgtaat 
gtacagggat 
gcaatactgt 
aagatcactt 
aaatacagtc 
taacctgtat 
taagtctttt 
tattaatttt 
ggtgtgtttg 
ctgtttaaca 
taatgactgg 
aaaa tacact 
tctgcaattt 
gtgatctcag 
gatctggcta 
gatttttaaa 
tttcctttgt 
gactgatcat 
agaacctgtc 
gtttgtccca 
attgcagtga 
actcttagaa 
t.aaetcccag 
tattttgtgt 
g tag tgttta 
gaaagctaca 
tctccctcct 
tgaaattacg 
a ttagaatca 
attcatgtaa 
cgctaa ttta 
tcttttccaa 
tgaggtcaaa 



agtcgcgttt 
tcagtggtgc 
tgtgctgccc 
ctgcagaggc 
acagac ttaa 
tacacattaa 
t ttagccatg 
ttgtgttata 
tgctactgga 
toatgataag 
tgcttctccc 
gtgaattggt 
tggcctaata 
tttctcttac 
ttaatatatt 
tggaattatg 
gaatgttagg 
gttgaaaaaa 
tgatactgac 
cacatatcat 
tctttataag 
gatgaaagta 
ttttttgacc 
ccctgcattc 
aaaataatca 
ataagatgca 
tgaaacatgt 
actcttacac 
atttagagtg 
tcataattat 
agatagaagg 
tacaaaaaaa 
gctactcggg 
gccatggaca 
aa tgaaaagg 
a ta tgtacca 
gta taattg c 
gattqaaga t 
a tgc aatgtc 
t t tgggccag 
tta tcactta 
aaattagtac 
ttaactgaa t 
ctcagttta g 
t t tgtgtatg 
qacat.at.acc 



ctgtagtgtg 
tgctcagcgg 
actttcagag 
attttgcatt 
ttcgtcatga 
tatgtatcgc 
gaacaatata 
atttaaactt 
tttttgctgc 
caaaatgaaa 
atgccagaga 
ttgtgtacat 
atcggggcat 
ctgtaaagta 
ttgaatataa 
tggattctaa 
tttcatagaa 
attttgtatc 
ttgaattatt 
ttaaactttt 
aatgccgtcg 
aaaaaaaaaa 
ctaaaattca 
ttcacaatat 
aaactgttaa 
tggccgatgt 
caaatgcctt 
catacatact 
gcaacaattt 
attctttgaa 
aaataaggcc 
ttaaaaaaaa 
agggtgaggt 
taccactgca 
aaatatagaa 
caaaaaatgt 
aagcgca tag 
tgagtgaaa t. 
gttgtagttt 
ttttcattac 
gtataattga 
tttggtcaaa 
ttaaaacctt 
agtagc taca 
aaaagtaaa t 
ttqttattat 



gtgga ttccc 
cttgcacgta 
ttgaactctt 
tgtctgtgtc 
ctgaacgaa t 
cttagagcaa 
tcccatggga 
cga tttcctc 
agaaatatat 
gaaataatga 
a taaactctt 
tagaatgtat 
gggtaaaact 
aaatttagat 
tgggtatgtt 
ctcattttaa 
eta tactaat 
aaaatgtttg 
ttctaaaatt 
gtttgtatta 
atgtgcatgc 
taaaa tcttt 
ccaacagtct 
ttttccctaa 
gcagtatatt 
taatttgett 
aaattaacta 
gatagttttt 
tgcttaatat 
taggtctgtg 
aagttcaaga 
ttagecagge 
gggaggatcg 
ctacagccta 
a tataaaa tt 
gaa aagagag 
taa a a taatt 
attttcttgg 
tgcatggctt 
-jag taactca 
cattata tag 
atatttacaa 
caactattat 
actcttcgat 
ctattcctgt 
aat.atqt.ata 



actgggc tct 
gaettgetag 
taagcccttg 
aagaagttca 
ttgtttattt 
gagctgtgtt 
gaagaccttt 
atagtccttt 
cagtggccca 
ttaagggaaa 
tcaagcatca 
gcacacatcc 
tatgaaaatt 
caattccatg 
ctaaatttga 
caaggtagee 
cttctcacaa 
gaaaattaga 
aagagccgta 
ttactgattt 
ttttatgttt 
cactgtctct 
cccagtacat 
gctttgagca 
agtttggtta 
ggcaattctg 
agttggtgaa 
catatgtttc 
gggttacata 
tcaatcaagt 
ccagcctggg 
atggtggcgt 
cttcagccca 
ggtaacagca 
tgcttattat 
agaaatgtct 
t taaccttaa 
caga tat tec 
gctttataaa 
cactttttga 
agactatg ta 
cattcacata 
gaagtgctcg 
actatca tea 
agcaactggg 
eta taa taa t 



2107 
216 7 
22 27 
2287 
2 347 
2407 
24 67 
2527 
2587 
2647 
2 7 07 
2 767 
2827 
288/ 

2 9 4 7 

3 0 0 7 
30 6 7 
3 127 
3187 
3247 
3307 
3 367 
3427 
3487 
3 54 7 
3 60 7 
3667 
3727 
3787 
3 84 7 

3 90 7 
3967 

4 02 7 
4 08 7 

147 
j (17 
26 7 

:<27 

3 H 7 
1 4 7 
50 7 
56 7 
4t>27 
4 687 
74 7 
4807 



ilc: (': CRF3 Oulhokl VsrlW) I 4X4.htm 



10 2^ 01 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/901,4 84 



DATE: 10/23/2001 
TIME: 16:31:01 



Input Set : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\10232001\I901484.raw 



E--> 



E--> 



2772 

277 3 

2774 

2775 

1609 9 

1610U 

1610 1. 

1610 2 

16104 

16105 

16106 

16107 

16109 

16110 

16112 



tttatatgtg 
aaaaaqgtgc 
tgtctcttta 
tcattaattc 

<21() - SEQ 
-:21L 
-212. 
• 2 13. 

-.220:. 

-22 1 

■ ' i - 1 "> ■. 

<2 2 3.- 
•:400. 



aatatgtaag 
tatcgaaatt 
tggtattttc 
agcaataaag 
ID NO: 578 
LENGTH: 19 
TYPE: DNA 
ORGANISM 
FEATURE : 
NAME/KEY 
LOCATION 

OTHER INFORMATION 
SEQUENCE: 578 



a tatgttctg 
ctgtgtctcc 
agaa taaagt 
gaaaatatgc 



Homo Sapiens 



misc_ 
1 . . 19 



feature 



caa ttttata 
agcaggcaag 
ctgacttgtg 



aatgttcatg 
aatacttgac 
tttttgagat 



atttcaaaaa /naaaaaaaaa 



tcttttttta 
taactctttt 
tattggtgcc 
aaaaaaaaa 



5047 
5107 
5167 
5226 



/Hi- 



) 



"7 



4^r 



ctgaagaaar 

5¥T ^ 



tcatatcgt 



potential microsequencing oligo for 99 - 222 - 1 0 9 . mis2 



iy 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/901,484 



DATE: 10/23/2001 
TIME: 16:31:04 



Input Set : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\10232001\I901484.raw 



4 5 3 


M : 


341 


W: 


4 54 


M : 


34 1 


W: 


476 


M : 


34 1 


W: 


80 5 


M : 


341 


W: 


1102 


M 


: 283 


W 


L2 54 


M 


: Ml 


w 


U2 3 


M 


: 257 


w 


L 4 1 9 


M 


: 283 


w 


17 37 


M 


: Ml 


w 


I y 7 1 


M 


: 341 


w 


21b2 


M 


: ^57 


w 


2 775 


M 


: 34 0 


E 


2 782 


M 


: 28 3 


W 






: joj 


w 


2 y 0 8 


M 


: 3 3 6 


w 


20 1 1 


M 


: Ml 


w 


2 M b 4 


M 


: 341 


w 


2 Ob 5 


M 


: 341 


w 


2985 


M 


: 341 


w 


30 38 


M 


: 341 


w 


30 52 


M 


: 341 


w 


30 5 3 


M 


: 341 


w 


3 0 54 


M 


: 341 


w 


30 5 6 


M 


: 341 


w 


3085 


M 


: 341 


w 


30 9 5 


M 


: 341 


w 


30 9 6 


M 


: 341 


w 


3 110 


M 


: 341 


w 


3 1.28 


M 


: 341 


w 


3 163 


M 


: 341 


w 


3 1 7 9 


M 


: 341 


w 


3 L92 


M 


: 341 


w 


32 2 8 


M 


2 83 


w 


3 6 3 0 


M 


283 


w 


3b41 


M 


28 3 


w 


3*>50 


M 


28 3 


w 


3h 5 9 


M 


2 83 


w 


3M.H 


M 


28 3 


w 


^ b ' 7 7 


M 


28 3 


w 


3 b H ; 7 


M 


2 83 


w 


3 8 1 1 


M 


283 


w 


3820 


M 


283 


w 


3829 


M 


283 


w 


3 8 3 8 


M 


28 3 


w 


54 82 


M 


283 


w 


5648 


M 


283 


w 



b) "n" or "Xaa" used, tor SEQ ID* : 1 
6) "n" or "Xaa" used, for SEQ id# : 1 
b) "n" or "Xaa" used, for SEQ ID* : 1 
6) "n" or "Xaa" used, for SEQ ID# : 1 

Lsslng Blank Line separator, <400> field identifier 
46) "n" or "Xaa" used, for SEo ID* : 3 

eature value mis-spelled or invalid, <221:> Name/Key for SEQ ID*: 4 
Lssing Blank Line separator, -:400> field identifier 
46) "n" or "Xaa" used, for SEQ ID#:22 
4b) "n" or "Xaa" used, for SEQ ID*: 31 

eature value mis-spelled or inval id, <:221:> Name/Key for SEQ ID*: 39 
46) "n" or "Xaa" used: Feature required, for SEQ IDS: 69 
Lssing Blank Line separator, v400> field Identifier 
issing Blank Line separator, '-.400 > field identifier 
nvalid Amino Acid Number in Coding Region, SEQ ID: 72 



46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


. 72 


4b) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4 b ) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4b) 


M n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4 6) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4b) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4 b ) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4 6 ) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


4 b) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID* 


7 3 


46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID it 


7 3 


4 6 ) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID* 


7 3 


46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID* 


7 3 


46) 


" n " 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


46) 


"n" 


or 


"Xaa" 


used , 


for 


SEQ 


ID* 


7 3 


46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


ID* 


7 3 



lssing Blank Line separator, 
lssing Blank Line separator, 
: s s i n q Blank 



400> field identifier 
400> field identifier 



: s s i n q B 1 a n 1; 
l ssinq Blank 
i s s i n q R 1 a n k 
i ss i ng Blank L i ne 
M ; ss i ng R 1 ank L ; ne 



L i ne 
Li n 
L .l nc 
L i nc 



separator , 
separator , 
S' :i pa ra tor , 
separa tor , 
separa tor , 
separator , 



Missing Blank Line separator, 

Missing Blank Line separator, 

Missing Blank Line separator, 

Missing Blank Line separator, 

Missing Blank Line separator, 

Mi ssinq Blank Line separator, 



:4 0 0:. 
4 00" 
4 0 ( i 

:4 0(V 

.4 00; 

;4 0 0 
4 0 0. 



fir 

fi.; 



Id 
Id 



i dent i f ier 
i dent i f i er 



f ield identi 1 ier 



f ield identi f ier 
field identi t i»r 
lie Id identi f ier 
field identifier 
:400> field identifier 



:4 0 0; 
:4 0 0: 
: 4 0 0: 
4 0 0 



field 
field 
f ieid 
field 



i dent i f ier 
identi f i er 
ident i f i er 
i dent i f le r 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/901,484 



DATE: 
TIME: 



10/23/2001 
16:31: 04 



L: 7 828 
L: 7 8b'* 
L: 79h r i 
L : 7 9 H ' ' 
L : 8 CM H 
I, : 8 0S 3 
L: 80 74 
L: 80 7 r » 
8 1 < 2 

817:: 
81.7'* 
82 32 
8320 
8321 
8323 
L : 8 3 2 5 
L: 8660 
L: 8741 
L: 16112 



: 283 
: 28 3 
: 3 4 1 
: 341 
: 3 4 1 
: 3 4 1 
: 341 
341 
34 1 
341 
341 
341 
341 
341 
341 
341 
341 
336 
1:254 



Input Set : A:\GEN-TlllXC3D2-seqlist.txt 
Output Set: N:\CRF3\10232001\I901484.raw 



Missing 
Missing 



4 6 
46 
4 6 
4 b 
4 6 
46 
4 6 
4 6 
46 
4 6 
4 6 
46 
46 
46 
46 



' ri 
*n 
*n 
'n 
■n 
'n 
'n 
•n 
'n 
'n 
1 n 
' n 
•n 
'n 
•n 

Inval id 
No . of 



:400> field identifier 
:400> field identifier 
ID# : 182 
ID# : 182 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 
ID# : 183 

Amino Acid Number in Coding Region, SEQ ID: 184 
Bases conflict, LENGTH : Input : 2 83 Counted:19 SEQ:578 



Blank Line separator, ■ 
Blank Line separator, - 
' or "Xaa" used, for SE( 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 



or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 



for 
for 
for 
for 
for 
for 
for 
for 



SEo 
SE< 
SE< 

se<; 
se<; 

SE< 
SE< 
SEQ 



for SEQ 
for SEQ 
tor SEQ 
for SEQ 
for SEQ 
for SEQ 
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